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Introduction
Larnax Miers and Deprea Raf. are two closely related genera of Physalideae tribe (Solanaceae) that include 35 and 10 species, respectively. Both genera are restricted to the neotropics mainly inhabiting pre-montane and montane cloud forest from Bolivia to Costa Rica. Both Larnax and Deprea include species ranging from herbs to small trees with funnel-shaped to stellate corollas, but always with accrescent fruiting calyces tightly or loosely enclosing the berries (Sawyer 2005 , Deanna et al. 2014a . Th e main centre of diversity for both genera is Peru and Ecuador (Leiva González et al. 2008 , Deanna et al. 2014a , Jørgensen and León-Yánez 1999 . Only one taxon extends north into Central America [L. sylvarum subsp. sylvarum (Standl. & C.V.Morton) N.W. Sawyer, Sawyer 2001 ] and one species is found at the south of their range in Bolivia [L. subtrifl ora (Ruiz & Pav.) Miers, Leiva González et al. 2013] .
Deprea and Larnax are interesting for their chemical and medicinal value (Cardona et al. 2005 , Misico et al. 2011 , Casero et al. 2015 , but also for their controversial circumscription and position within the Physalideae tribe (Olmstead et al. 2008 , Särkinen et al. 2013 . Various authors have transferred species between the two genera for many years (Miers 1849 , D´Arcy 1973 , 1993 , Sawyer 2001 , Leiva González et al. 2005 ) and redefi ned their limits (Hunziker 2001 , Sawyer 2005 . Sawyer (2005) diff erentiated Deprea and Larnax based on six characters (fi lament base expansion, fi lament length, fi lament adnation, anther length, corolla shape, and pollen surface texture) according to morphological cladistic work, although some characters overlap in the two genera. Moreover, Sawyer (1999) obtained ambiguous results when attempting to set apart these genera using DNA sequence data in cladistic analysis, and the most recent phylogenetic analysis of the family (Särkinen et al. 2013 ) suggests they are not monophyletic.
Here we deal with the new circumscription of the two genera under Deprea and the consequent new combinations of Larnax based on recent phylogenetic evidence that show Deprea and Larnax to be monophyletic when their species are merged (100% bootstrap support), where species, as L. sachapapa Hunz., are resolved nested within a group of Deprea species, or vice versa (Carrizo et al. submitted) . Th e phylogenetic evidence is further supported by results from recent extensive fi eld collecting and taxonomic work which have shown that characters utilized to distinguish the two genera are not useful, and increasing number of species are found to have intermediate features between the two genera (see Table 1 , Deanna et al. 2014b; Carrizo et al. submitted) . Consequently, this paper synonymises Larnax under Deprea, expands the morphological circumscription of Deprea, and transfers the remaining Larnax species to Deprea, presenting all 32 new combinations, and a list of all currently accepted 45 names in Deprea. Type specimens are also cited with their corresponding barcode number if it is available or their sheet number where it is not (HUT, QCA, QCNE, QUSF, and W). Barboza and Hunziker (1994) , Leiva González et al. (2005) , and Sawyer (2005) Erect shrubs to small trees with spreading branches, exceptionally herbs with axillary infl orescences generally with three to 15 fl owers per node, calyx lobes minute or short, exceptionally long and narrowly triangular, corolla funnel-shaped to stellate, stamen petalum broadening gradually to abruptly in width basipetally, with or without auricles, anthers dorsifi xed, generally exserted and mucronate, ovary glabrous, fruiting calyx always accrescent, enveloping the fl eshy berry tightly or loosely. After these new combinations, the genus Deprea includes the following 45 currently accepted species:
